Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.042; wR factor = 0.118; data-to-parameter ratio = 17.2.
In the title compound, C 15 H 16 N 2 O 4 S, the S atom has a distorted tetrahedral geometry [maximum deviation: O-S-O = 118.25 (7) ]. The two aromatic rings make a dihedral angle of 62.67 (10) with each other. An intramolecular N-HÁ Á ÁO hydrogen bond forms an S(6) ring motif. In the crystal, molecules form centrosymmetric dimers via pairwise N-HÁ Á ÁO interactions, forming an R 2 2 (8) ring motif, and these dimers are connected by N-HÁ Á ÁO hydrogen bonds, generating a three-dimensional network. Furthermore, a weak C-HÁ Á Á interaction helps to reinforce the crystal structure. The O atom in the acetamide group is disordered over two positions with major and minor occupancies of 0.52 (5) and 0.48 (5), respectively.
Related literature
For background and the biological activity of sulfonamide and its derivatives, see: Korolkovas (1988) 
Data collection
Bruker APEXII CCD diffractometer 15586 measured reflections 3788 independent reflections 2800 reflections with I > 2(I) Table 1 Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C9-C14 ring. (Pandya et al., 2003) . Sulfonamides also exhibit antimicrobial activity (Korolkovas, 1988; Mandell & Sande, 1992) and have their properties to inhibit the growth of tumor cells (Supuran & Scozzafava, 2001) . As a contribution to a structural study of sulfonamide derivatives (Khan et al., 2010; Aziz-ur-Rehman et al., 2010a,b,c) , we report here the title compound, N-{4- [(2-methoxyphenyl) sulfamoyl]phenyl}acetamide, (I).
In the title molecule (I), (Fig. 1) , the S atom has a distorted tetrahedral geometry [maximum deviation: O1-S1-O2 = 118.25 (7) °]. The molecule is twisted at the S atom, with a C1-S1-N2-C9 torsion angle of 56.88 (14) °. The dihedral angle formed between the benzene (C1-C6) and phenyl (C9-C14) rings in (I) is 62.67 (10)°.
An intramolecular N2-HN2···O4 hydrogen bond contribute to the stabilization of the molecular conformation, forming an S(6) ring motif (Table 1; Bernstein et al., 1995) . In the crystal structure, the molecules of (I) are dimerized due to the intermolecular N-H···O hydrogen bonding (Table 1 (Table 1; Bernstein et al., 1995) and these dimers are connected by N-H···O hydrogen bonds, generating a three-dimensional network (Table 1 , Fig. 2 ).
Experimental 5 mmol of 2-methoxyaniline was dissolved in 20 ml of distilled water then 5 mmol of 4-acetamidobenzenesulfonyl chloride was addedd. The reaction mixture was stirred for about 2-3 h while the pH of the reaction mixture was maintained between 8-10 using 3% Na 2 CO 3 . The reaction was monitored by TLC. The precipitate formed was filtered, washed with distilled water, dried and recrystallized by using methanol.
Refinement
The amino H atoms are located in a difference Fourier map and refined freely. The remaining H atoms were positioned geometrically with C-H = 0.93 for aromatic H and C-H = 0.96 Å for methyl H and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C aromatic ) or 1.5U eq (C methyl ). The oxygen atom in the acetamide group is disordered over two positions with a major and minor occupancy of 0.52 (5) and 0.48 (5), respectively. Fig. 1 . View of the title compound with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. Only the major component of the disorder is shown. Fig. 2 . View of the dimeric N-H···O interactions between the molecules and the other hydrogen bonding interactions in the unit cell. H atoms not involved in hydrogen bonds (dashed lines) have been omitted for clarity and only the major component of the disorder is shown.
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N-{4-[(2-Methoxyphenyl)sulfamoyl]phenyl}acetamide
Crystal data 
Geometric parameters (Å, °)
S1-O2 1.4297 (12) C9-C14 1.381 (2) S1-O3
1.4347 (13) C9-C10 1.387 (2) S1-N2
1.6276 (14) C10-C11 1.391 (3) sup-5 
Hydrogen-bond geometry (Å, °)
Cg2 is the centroid of the C9-C14 ring. Symmetry codes: (vi) −x+1, y+1/2, −z+1/2; (iv) −x+1, −y, −z; (iii) x−1/2, −y+1/2, −z.
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